and seven DLBCL cell lines with a GCB phenotype, including two cell lines with MYC and BCL2 rearrangements, were calculated using the 2 -ΔCt method with the ACTB gene used as a housekeeping control. Data are shown as the mean ± SEM of three independent experiments.
, der(3)t(3;14)(q27;q32), add(8)(q24), -9, add(9)(p11), del(13)(q?), der(14)t(8;14)(q24;q32), add(19)(p13), +mar1, +mar2. (F) FISH analysis with an IGH-MYC dual-color probe, showing fusion signals for the IGH-MYC rearrangement (arrows). The green signal corresponds to the normal IGH allele, red to the normal MYC allele, yellow to the IGH-MYC fusion gene, and blue signal to the centromeric region of chromosome 8. (G) FISH analysis for BCL6 gene rearrangement with the break-apart probe, showing split signals for BCL6 (arrows). Yellow signal corresponds to the intact, nonrearranged BCL6 locus, while separate red (5' BCL6 FISH DNA probe) and green (3' BCL6 FISH DNA probe) signals indicate the BCL6 rearrangement.
